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protein localization to chromosome, telomeric region
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endoplasmic reticulum unfolded protein response
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cGMP biosynthetic process
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cardiac muscle hypertrophy in response to stress
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Golgi to plasma membrane transport
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presynaptic membrane assembly
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replication fork processing
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cellular response to hydroxyurea
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spliceosomal complex assembly
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isoprenoid biosynthetic process
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DNA helicase activity
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DNA replication-independent nucleosome assembly
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cerebellar Purkinje cell layer development

IR s,k b
|

i'llilqlrl'l'l'ljlllllr'lli ‘|!||||!-|I -------

DNA damage response, signal transduction by p53 class mediator
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aminoacyl-tRNA metabolism involved in translational fidelity
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IRES—-dependent viral translational initiation
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cellular response to BMP stimulus
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